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aagcttctagaccaccatgggggtgcacgaatgtcctgcctggctgtggcttctcctgtc 
1 + + + + + + 60 

ttcgaagatctggtggtacccccacgtgcttacaggacggaccgacaccgaagaggacag 

MGVHECPAWLWLLLS - 

cctgctgtcgctccctctgggcctcccagtcctgggcGCCCCACCACGCCTCATCTGTGA 

6i + + + + + + 120 

ggacgacagcgagggagacccggagggtcaggacccgCGGGGTGGTGCGGAGTAGACACT 

b LLSLPLGLPVLGAPPRLICD- 

C AGCC GAGTC CTGGAGAGGTAC CTCTTGGAGGCC AAGGAGGCCGAGAATATC ACGAC GGG 

121 + + + + + + 180 

GTCGGCTCAGGACCTCTCCATGGAGAACCTCCGGTTCCTCCGGCTCTTATAGTGCTGCCC 

b SRVLERYLLEAKEAENITTG- 

CTGTaatGAAacgTGCAGCTTGAATGAGAATATCACTGTCCCAGACACCAAAGTTAATTT 

181 + + + + + + 240 

GACAttaCTTtgcACGTCGAACTTACTCTTATAGTGACAGGGTCTGTGGTTTCAATTAAA 

b CNETCSLNENITVPDTKVNF- 

CTATGC CTGGAAGAGGATGGAGGTCGGGC AGC AGGC CGTAGAAGTC TGGC AGGGC C TGGC 

241 + + + + + + 300 

GATACGGACCTTCTCCTACCTCCAGCCCGTCGTCCGGCATCTTCAGACCGTCCCGGACCG 

b YAWKRMEVGQQAVEVWQGLA- 

CCTGCTGTCGGAAGCTGTCCTGCGGGGCCAGGCCCTGTTGGTCAACTCTTCCCAGgtgaa 

301 + + + + + + 360 

GGACGACAGCCTTCGACAGGACGCCCCGGTCCGGGACAACCAGTTGAGAAGGGTCcactt 

b LLSEAVLRGQALLVNS SQVN- 

tGAGaCCCTGCAGCTGCATGTGGATAAAGCCGTCAGTGGCCTTCGCAGCCTCACCACTCT 

361 + + + + + + 420 

aCTCtGGGACGTCGACGTACACCTATTTCGGCAGTCACCGGAAGCGTCGGAGTGGTGAGA 

b ETLQLHVDKAVSGLRSLTTL- 

GCTTCGGGCTCTGGGAGCCCAGAAGGAAGCCATCTCCCCTCCAGATGCGGCCTCAGCTGC 

421 + + + + + + 480 

CGAAGCCCGAGACCCTCGGGTCTTCCTTCGGTAGAGGGGAGGTCTACGCCGGAGTCGACG 

b LRALGAQKEAI SPPDAASAA- 

TCCACTCCGAACAATCACTGCTGACACTTTCCGCAAACTCTTCCGAGTCTACTCCAATTT 

481 + + + + + + 540 

AGGTGAGGCTTGTTAGTGACGACTGTGAAAGGCGTTTGAGAAGGCTCAGATGAGGTTAAA 

b PLRTITADTFRKLFRVYSNF- 

CCTCCGGGGAAAGCTGAAGCTGTACACAGGGGAGGCCTGCAGGACAGGGGACAGAGACAA 

541 + + + + + + 600 

GGAGGCCCCTTTCGACTTCGACATGTGTCCCCTCCGGACGTCCTGTCCCCTGTCTCTGTT 

b LRGKLKLYTGEACRTGDRDK- 

AACTCACACATGTCCACCTTGTCCAGCTCCGGAACTCCTGGGGGGTCCTTCAGTCTTCCT 

601 + + + + + + 660 

TTGAGTGTGTACAGGTGGAACAGGTCGAGGCCTTGAGGACCCCCCAGGAAGTCAGAAGGA 

b THTCPPCPAPELLGGPSVFL- 
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CTTCCCCCCAAAACCCAAGGACACCCTCATGATCTCCCGGACCCCTGAGGTCACATGCGT 

661 + + + + + + 720 

GAAGGGGGGTTTTGGGTTCCTGTGGGAGTACTAGAGGGCCTGGGGACTCCAGTGTACGCA 

b FPPKPKDTLMISRTPEVTCV- 
GGTGGTGGACGTGAGCCACGAAGACCCTGAGGTCAAGTTCAACTGGTACGTGGACGGCGT 
CCACCACCTGCACTCGGTGCTTCTGGGACTCCAGTTCAAGTTGACCATGCACCTGCCGCA 

b VVDVSHEDPEVKFNWYVDGV- 

GGAGGTGC ATAATGCC AAGAC AAAGCCGC GGGAGGAGC AGTAC AAC AGC AC GTAC C GTGT 

781 + + + + + + 840 

CCTCCACGTATTACGGTTCTGTTTCGGCGCCCTCCTCGTCATGTTGTCGTGCATGGCACA 

b EVHNAKTKPREEQYNSTYRV- 

GGTCAGCGTCCTCACCGTCCTGCACCAGGACTGGCTGAATGGCAAGGAGTACAAGTGCAA 

841 + + + + + + 900 

CCAGTCGCAGGAGTGGCAGGACGTGGTCCTGACCGACTTACCGTTCCTCATGTTCACGTT 

b VSVLTVLHQDWLNGKEYKCK- 

GGTCTCCAACAAAGCCCTCCCAGCCCCCATCGAGAAAACCATCTCCAAAGCCAAAGGGCA 

901 + + + + + + 960 

C C AGAGGTTGTTTC GGGAGGGTC GGGGGTAGCTC TTTTGGTAGAGGTTTC GGTTTC C C GT 

b VSNKALPAPIEKTISKAKGQ- 

GCCCCGAGAACCACAGGTGTACACCCTGCCCCCATCCCGGGATGAGCTGACCAAGAACCA 

961 + + + + + + 1020 

CGGGGCTCTTGGTGTCCACATGTGGGACGGGGGTAGGGCCCTACTCGACTGGTTCTTGGT 

b PREPQVY TLPPSRDELTKNQ- 

GGTCAGCCTGACCTGCCTGGTCAAAGGCTTCTATCCCAGCGACATCGCCGTGGAGTGGGA 

1021 + + + + + + 1080 

CCAGTCGGACTGGACGGACCAGTTTCCGAAGATAGGGTCGCTGTAGCGGCACCTCACCCT 

b VSLTCLVKGFYPSDIAVEWE- 

GAGCAATGGGCAGCCGGAGAACAACTAC AAGAC C AC GC C TC CC GTGC TGGAC TCC GAC GG 

1081 + + + + + + 1140 

CTCGTTACCCGTCGGCCTCTTGTTGATGTTCTGGTGCGGAGGGCACGACCTGAGGCTGCC 

b SNGQPENNYKTTPPVLDSDG- 

CTCCTTCTTCCTCTACAGCAAGCTCACCGTGGACAAGAGCAGGTGGCAGCAGGGGAACGT 

1141 + + + + + + 1200 

GAGG AAG AAGG AG ATGTC GTTC G AGTGGC AC C TGTTCTCGTC C AC CGTC GTC C C C TTGC A 

SFFLYSKLTVDKSRWQQGNV- 

CTTCTCATGCTCCGTGATGCATGAGGCTCTGCACAACCACTACACGCAGAAGAGCCTCTC 

1201 + + + + + + 1260 

GAAGAGTACGAGGC ACTACGTACTC C GAGACGTGTTGGTGATGTGC GTC TTC TC GGAGAG 

FSCSVMHEALHNHYTQKSLS- 
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